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AUTHOR 1. INTRODUCTION

Rapid Whole-Genome Sequencing (rWGS) is a method
used to expedite the diagnosis of genetic conditions in
critically ill neonatal infants.! The first form of genetic
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technology has improved and driven the cost down
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use of rWGS still exist. Franck, et al conducted interviews

University of Maryland Medical and analyzed the efficiency of rWGS at five of the
Center, United States hospitals participating in Project Baby Bear.? Project Baby
REVIEWED BY Bear is a California State funded project with the goal of

implementing rWGS to improve a child’s life and save on
medical costs.> The researchers interviewed a
multidisciplinary team of neonatologists, medical
directors, geneticitis, genetic counselors, hospitalists, lab
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2. PRIMARY FINDINGS

During the study, the researchers found that 40% of the rWGS testing done
resulted in a genetic diagnosis and 32% led to a change in the clinical
management of the patient.? Financial analysis revealed a 50% reduction in
healthcare costs as a result of rWGS.? In spite of the previously mentioned
benefits, rWGS implementation was still met with challenges. The interviews
revealed that in order for rwWGS to be used successfully, the following were
needed: champions of the project, education/strategy resources, workflow
directing, structure regarding decision-making roles, and conversations that
address the perceptions of rWGS.? Education/strategy resources would further
inform providers the value of rWGS.? Workflow direction would provide more
insight into which department would cover the cost of the test.? Structure
regarding decision making/test ordering protocols would supply guidance to avoid
a scenario in which the results provide too much information and further
complicates treatment.?

3. HOW THIS IMPACTS PATIENT CARE

Use of rWGS in medicine will allow for early diagnosis of genetic conditions and
faster treatment, resulting in precision care?. Implementation of rWGS will also
drive down the cost of medical care by decreasing the amount of diagnostic tests
used to help a patient.? rWGS has a place in all corners of medicine, but in the
emergency critical care setting, rWGS can provide crucial information to aid in the

survival of patients?
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